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NDUFA1 Knockout cell line (HEK293)

Catalog Number: KO36430

Product Information

Product Name
specification

Storage and
transportation

Cell morphology
Passage ratio
species

Gene

Gene ID

Build method
Mycoplasma testing
Cultivation system
Parental Cell Line

Quality Control

NDUFA1 Knockout cell line (HEK293)
1*10"6

Dry ice preservation/T25 live cell transportation.

Epithelioid, adherent cell

1:3~1:6

Human

NDUFA1

4694

Electric rotation method / virus method
Negative

90%DMEM+10% FBS

HEK293

Genotype: NDUFA1 Knockout cell line (HEK293) >95% viability before freezing. All cells were tested
and found to be free of bacterial, viruses,mycoplasma and other toxins.

Gene Information

Gene Official Full Name

Also known as

Gene Description

Expression

NADH:ubiquinone oxidoreductase subunit A1provided by HGNC
MWFE; ZNF183; CI-MWFE; MC1DN12

The human NDUFA1 gene codes for an essential component of complex | of the respiratory chain,
which transfers electrons from NADH to ubiquinone. It has been noted that the N-terminal
hydrophobic domain has the potential to be folded into an alpha-helix spanning the inner
mitochondrial membrane with a C-terminal hydrophilic domain interacting with globular subunits of
complex I. The highly conserved two-domain structure suggests that this feature is critical for the
protein function and might act as an anchor for the NADH:ubiquinone oxidoreductase complex at the
inner mitochondrial membrane. However, the NDUFA1 peptide is one of about 31 components of
the "hydrophobic protein" (HP) fraction of complex | which is involved in proton translocation. Thus
the NDUFA1 peptide may also participate in that function. [provided by RefSeq, Jul 2008]

Ubiquitous expression in kidney (RPKM 152.0), colon (RPKM 151.4) and 25 other tissues See more
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