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TXNRD3 Knockout cell line (A549)

Catalog Number: KO30806

Product Information

Product Name
specification

Storage and
transportation

Cell morphology
Passage ratio
species

Gene

Gene ID

Build method
Mycoplasma testing
Cultivation system
Parental Cell Line

Quality Control

TXNRD3 Knockout cell line (A549)
1*1076

Dry ice preservation/T25 live cell transportation.

Epithelioid, adherent cell

1:3~1:4

Human

TXNRD3

114112

Electric rotation method / virus method
Negative

90% F12K+10% FBS

A549

Genotype: TXNRD3 Knockout cell line (A549) >95% viability before freezing. All cells were tested
and found to be free of bacterial, viruses,mycoplasma and other toxins.

Gene Information

Gene Official Full Name

Also known as

Gene Description

thioredoxin reductase 3provided by HGNC
TGR; TR2; TRXR3; TXNR3; TR2IT1; TXNRD3NB; TXNRD3IT1; TXNRD3NT1

The protein encoded by this gene belongs to the pyridine nucleotide-disulfide oxidoreductase family,
and is a member of the thioredoxin (Trx) system. Three thioredoxin reductase (TrxR) isozymes are
found in mammals. TrxRs are selenocysteine-containing flavoenzymes, which reduce thioredoxins,
as well as other substrates, and play a key role in redox homoeostasis. This gene encodes the third
TrxR, which unlike the other two isozymes, contains an additional N-terminal glutaredoxin (Grx)
domain, and shows highest expression in testis. The Grx domain allows this isozyme to participate
in both Trx and glutathione systems. It functions as a homodimer containing FAD, and
selenocysteine (Sec) at the active site. Sec is encoded by UGA codon that normally signals
translation termination. The 3' UTRs of selenoprotein mRNAs contain a conserved stem-loop
structure, the Sec insertion sequence (SECIS) element, which is necessary for the recognition of
UGA as a Sec codon rather than as a stop signal. Alternatively spliced transcript variants have been

© CD Biosynsis. All Rights Reserved.


https://www.biosynsis.com

Tel: 1-631-637-0420 | Email: info@biosynsis.com

found for this gene. Experimental evidence suggests the use of a non-AUG (CUG) codon as a
translation initiation codon (PMID:20018845). [provided by RefSeq, Aug 2017]

Expression Broad expression in testis (RPKM 13.6), thyroid (RPKM 4.0) and 21 other tissues See more

© CD Biosynsis. All Rights Reserved.


https://www.biosynsis.com
http://www.tcpdf.org

