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MIR183 Knockout cell line (293T)

Catalog Number: KO00637

Product Information

Product Name
specification

Storage and
transportation

Cell morphology
Passage ratio
species

Gene

Gene ID

Build method
Mycoplasma testing
Cultivation system
Parental Cell Line

Quality Control

MIR183 Knockout cell line (293T)
1*1076

Dry ice preservation/T25 live cell transportation.

Epithelioid, adherent cell

1:3~1:6

Human

MIR183

406959

Electric rotation method / virus method
Negative

90% DMEM+10%FBS

293T

Genotype: MIR183 Knockout cell line (293T) >95% viability before freezing. All cells were tested and
found to be free of bacterial, viruses,mycoplasma and other toxins.

Gene Information

Gene Official Full Name

Also known as

Gene Description

microRNA 183provided by HGNC
MIRN183; miR-183; miRNA183

microRNAs (miRNAs) are short (20-24 nt) non-coding RNAs that are involved in post-transcriptional
regulation of gene expression in multicellular organisms by affecting both the stability and translation
of MRNAs. miRNAs are transcribed by RNA polymerase Il as part of capped and polyadenylated
primary transcripts (pri-miRNAs) that can be either protein-coding or non-coding. The primary
transcript is cleaved by the Drosha ribonuclease Il enzyme to produce an approximately 70-nt stem-
loop precursor miRNA (pre-miRNA), which is further cleaved by the cytoplasmic Dicer ribonuclease
to generate the mature miRNA and antisense miRNA star (miRNA*) products. The mature miRNA is
incorporated into a RNA-induced silencing complex (RISC), which recognizes target mRNAs through
imperfect base pairing with the miRNA and most commonly results in translational inhibition or
destabilization of the target mMRNA. The RefSeq represents the predicted microRNA stem-loop.
[provided by RefSeq, Sep 2009]
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