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ASPH Knockout cell line (BEAS-2B)

Catalog Number: KOA32406

Product Information

Product Name ASPH Knockout cell line (BEAS-2B)

specification 1*10^6

Storage and
transportation

Shipped on dry ice; Store in liquid nitrogen

Cell morphology Epithelial-like, adherent

Passage ratio 1:3~1:4

species Human

Gene ASPH

Gene ID 444

Build method Electroporation/Lentivirus

Mycoplasma testing negative

Cultivation system 90% DMEM+10% FBS

Price (USD) Inquiry

Parental Cell Line BEAS-2B

Quality Control Genotype: ASPH Knockout cell line (BEAS-2B)>95% viability before freezing. All cells were tested
and found to be free of bacterial, viruses,mycoplasma and other toxins.

Gene Information

Gene Official Full Name aspartate beta-hydroxylaseprovided by HGNC

Also known as AAH; BAH; HAAH; JCTN; FDLAB; junctin; CASQ2BP1

Gene Description This gene is thought to play an important role in calcium homeostasis. The gene is expressed from
two promoters and undergoes extensive alternative splicing. The encoded set of proteins share
varying amounts of overlap near their N-termini but have substantial variations in their C-terminal
domains resulting in distinct functional properties. The longest isoforms (a and f) include a C-
terminal Aspartyl/Asparaginyl beta-hydroxylase domain that hydroxylates aspartic acid or
asparagine residues in the epidermal growth factor (EGF)-like domains of some proteins, including
protein C, coagulation factors VII, IX, and X, and the complement factors C1R and C1S. Other
isoforms differ primarily in the C-terminal sequence and lack the hydroxylase domain, and some
have been localized to the endoplasmic and sarcoplasmic reticulum. Some of these isoforms are
found in complexes with calsequestrin, triadin, and the ryanodine receptor, and have been shown to
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regulate calcium release from the sarcoplasmic reticulum. Some isoforms have been implicated in
metastasis. [provided by RefSeq, Sep 2009]

Expression Broad expression in fat (RPKM 85.5), adrenal (RPKM 27.8) and 21 other tissues See more
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