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ASAP2 Knockout cell line (BEAS-2B)

Catalog Number: KOA27984

Product Information

Product Name
specification

Storage and
transportation

Cell morphology
Passage ratio
species

Gene

Gene ID

Build method
Mycoplasma testing
Cultivation system
Price (USD)
Parental Cell Line

Quality Control

ASAP2 Knockout cell line (BEAS-2B)
1*1076

Shipped on dry ice; Store in liquid nitrogen

Epithelial-like, adherent
1:3~1:4

Human

ASAP2

8853
Electroporation/Lentivirus
negative

90% DMEM+10% FBS
Inquiry

BEAS-2B

Genotype: ASAP2 Knockout cell line (BEAS-2B)>95% viability before freezing. All cells were tested
and found to be free of bacterial, viruses,mycoplasma and other toxins.

Gene Information

Gene Official Full Name

Also known as

Gene Description

ArfGAP with SH3 domain, ankyrin repeat and PH domain 2provided by HGNC
PAP; PAG3; AMAP2; DDEF2; SHAG1; CENTB3; Pap-alpha

This gene encodes a multidomain protein containing an N-terminal alpha-helical region with a coiled-
coil motif, followed by a pleckstrin homology (PH) domain, an Arf-GAP domain, an ankyrin homology
region, a proline-rich region, and a C-terminal Src homology 3 (SH3) domain. The protein localizes
in the Golgi apparatus and at the plasma membrane, where it colocalizes with protein tyrosine
kinase 2-beta (PYK2). The encoded protein forms a stable complex with PYK2 in vivo. This
interaction appears to be mediated by binding of its SH3 domain to the C-terminal proline-rich
domain of PYK2. The encoded protein is tyrosine phosphorylated by activated PYK2. It has catalytic
activity for class | and Il ArfGAPs in vitro, and can bind the class Il Arf ARF6 without immediate
GAP activity. The encoded protein is believed to function as an ARF GAP that controls ARF-
mediated vesicle budding when recruited to Golgi membranes. In addition, it functions as a substrate
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and downstream target for PYK2 and SRC, a pathway that may be involved in the regulation of
vesicular transport. Multiple transcript variants encoding different isoforms have been found for this
gene. [provided by RefSeq, Sep 2008]

Expression Broad expression in testis (RPKM 24.6), kidney (RPKM 11.9) and 21 other tissues See more
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